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Education

B.S. Computer Science, Swarthmore College, 1995. also B.A. Music.

Graduate studies, Computer Science, University of Maryland, College Park, 1995-1997.
M.S.E. Computer and Information Science, University of Pennsylvania, 2002.

Ph.D. Genomics and Computational Biology, University of Pennsylvania, expected 2014.

Committee: Russ Carstens, Shane Jensen, and Junhyong Kim.

Employment

University of Maryland, College Park, Department of Computer Science

Teaching Assistant, Introduction to Programming (C and Pascal), 1995-1996.
Teaching Assistant, Introduction to Programming Languages, Alex Dekhtyar, Summer 1996.

Teaching Assistant, Introduction to Algorithms, Dana Nau, Spring 1997.

The Franklin Institute, Philadelphia, PA

Java programmer, April 1998 — March 1999. Assisted with Java and VRML development for a multi-
user virtual training environment. Used Java RMI to implement a client-server message-passing pro-
tocol.

Children’s Hospital of Philadelphia / University of Pennsylvania

Research Assistant, laboratory of Vivian Cheung, 1999—2007. Maintained local copies of several ge-
nomic databases using Perl and SQL. Analyzed and visualized experiment results using SQL, Perl
CGl, Java, C++, and R. Located locally-sequenced DNA in public databases using BLAT and BLAST.
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Joshua T. Burdick

Working Papers
Gapped RNA-Seq alignment using Burrows-Wheeler indexes.

Finding triangles in 6-vertex graphs requires 21 NAND gates. Available online at
http://www.cs.umd.edu/~gasarch/BLOGPAPERS/burdickl.pdf (part 1) and
http://www.cs.umd.edu/~gasarch/BLOGPAPERS/burdick2.pdf (part 2).

Scientific Software

Genotype inference: a C++ program for inferring genotypes in pedigrees (2006).
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